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Abstract
Corazon genomes were annotated by establishing relationship of Corazon and 
other phages to understand the overall genomic architectures, running 
automated gene prediction proteins and functional data on the predicted gene, 
and reviewing the prediction and making necessary changes to delete or 
identify any missing genes. The group annotated the mycobacterium Corazon 
genes 33-48. Based on the evidence supported by the programs, most of the 
Corazon genes from 33 to 48 were structural genes, responsible for the 
formation of phage structure. Gene 47 is a frameshift gene which a nucleotide 
reads more than once or omitted to have two genes in the same space. 
Introduction/Background
Mycobacterium phage, Corazon, was found at Lafayette College in Easton, 
Pennsylvania in 2017. Its plaque were small, round and clear with siphoviridae 
morphology type. Research questions regarding this research include the 
function of the gene section, and methods to analyze the gene. 
Processes to obtain our result




- Capsid Maturation Protease
- Scaffolding Protein
- Head-to-tail Connector Complex Protein
- major capsid protein
1. Frameshift was present in Gene 47
- The same start site between Gene 46 & 47
- Gene 47 overlaps Gene 46
- Function : tail assembly chaperone.




The assigned regions of genes were found related to the phage capsid formation. 
Additionally, Gene 47 is a frameshift which has a function of tail assembly 
chaperone. Since Gene 47 and 46 start at the same base-pair, Gene 47 overlaps the 
part of Gene 46. 
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Flow chart of process 
Summary
Corazon genome was annotated 
by DNA master , NCBI , HHPRED, 
Phamerator. The results from these 
analytical softwares gave evidence to 
identify the type of function of the 
gene, and an interesting result was 
found throughout the analysis of the 
genome. The analysis showed that 
Corazon has a protein related function. 
Also, there was a frameshift on gene 46 
and 47 of Corazon showing the overlap 
between those two genes.
D. Annotating Frameshift on DNA 
Master 
